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1) MosnekyssipHa Maca HyKJICOTHIy 345 T/MOJIb.

2) Monexynsipaa Maca aMiHOKUCIOTH 100 1/MOITB.

3) Biacranb Mixk cycignimMu Hykieotuaamu JIHK, posramoBanumu B oqHOMY
JaHIIOKKY, — 0,34 HM.

4) Hosxwuna ognoro nosHoro Butka JIHK —3,4 um. Ha 1 nouuii Butox JTHK
npunanae 10 nykneorunis 1 nmaniroxka JJHK 1 10 nHykneotuais apyroro —
pazoM 20 HYKJICOTHUIIB.

5) Ipaswmio Yaprada: A=T, I'=11, A+T=I+L1, A/T=I/1I=1.
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Different forms of DNA



A. A-DNA

BII 3 3ATAABHOI TEHETHKH
: B. B-DNA

Twist = 33°

Rise = 2.56 A

Roll = 6°
Inclin. = 21°

x-Dis. =-4.5 A
P-Tw =-7.5°

Twist = 36°

Rise =3.38 A

Roll = 0°

Inclin. =-6.0°
x-Dis. =0.23 A

P-Tw =-4.4°

C. Z-DNA

<Twist> = -30°
<Rise>=3.7 A
<Roll>=0°
<Inclin.> =-6.2°
<x-Dis>=3.0A
<P-Tw>=-4.4°
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Transcription Proceeds Through 3 Steps

DNA of gene

Initiation

Promoter Terminator

* Transcription factors & RNA
polymerase recognize & bind

5’ end of growing the promoter
RNA transcript

« DNA ad{acent to the promoter
is denatured forming the open
promoter complex

Elongation

* RNA polymerase moves along
the DNA in synthesizing a RNA
transcript. Synthesis is 5>3’ -
Only 1 strand of DNA is read as a
template.

Termination

N \\Yila A ALY + Atermination signal is reached

causing RNA polymerase to

Completed RNA% RNA dissociated from the DNA
transcript polymerase

Figure 12.2
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Exon Exon Exon

S ntron™™™ Intron
Pre-

MRNA  post-transcription

modification Protein coding region

+5'cap —= +Poly-A tail

Byodoea ma saeanmacennss mPHK

amino acid

tRNA—

Specific Amino Acid
ATP

—— Amino Acid Site

Amino Acyl AT ATP Site
tRNA .
Synthetase tRMNA Site

Specific tRNA

Charged tRNA e AMP
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Loading a tRNA molecule
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tRNA released @‘ LY

after amino R G'W“'Q_

acid removed polypeptide
chain

The translation process incorporates 20 different amino acids
in the precise sequence dictated by the three-base codons
built from and alphabet of four bases. The process in the ribosome
builds the polypeptide chains tha will become proteins.

Ribosome
Structure and Function
in Protein Synthesis

Figure 1

—3’ Messenger RNA
Terminus

5" Messenger RNA-
Terminus
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Example

Ta0Juns reHeTHYIHOT0 KOy

Hepma Jpyra 6ykBa B KO/JOHi Tpers
OykBa B U C A G OykBa B
KOJIOHI KOJIOHI
Pen Cep Tip Lic U
U Pen Cep Tip Iic C
Jlen Cep CTOII CTOII A
Jlen Cep CTOII Tpn G
Jlen IIpo I'ic Apr U
C Jlen Ipo I'ic Apr C
Jlen Ipo ['nH Apr A
Jleit Ipo ['H Apr G
Ine Tpe AcH Cep U
A Lie Tpe AcH Cep C
Ine Tpe Ji3 Apr A
Mert Tpe JIi3 Apr G
Ban Ana Acn I'mi U
G Ban Ana Acn I’ C
Ban Aua [y I A
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BII 3 SATAABHOI TEHETHKH o
| | Ban | Ama | Tny | TImi | G |
Tpn — tpunrodan (1) Mert — metionin (1) @en — gpeninananiun (2) I'ic — rictuaun
(2) I'mu — raytamin (2) Lic — ructein (2) Tip — tipo3in (2) AcH —acnaparid (2) Acn
— acnaparinoBa kucnora (2) JIiz — mizin (2) I'my — rmytaminoBa kuciora (2) Ine —
13oneiuuH (3) [Ipo — npomnin (4) Tpe — Tpeonin (4) Ban — Banin (4) Ana — anaHiH
(4) T'ni — rminus (4) Jleit — newinun (6) Cep — cepin (6) Apr — aprinin (6) CTOIT —
CTOMN-KOA0HU (3).

Tadanus KogyBaHHSI AMIHOKHMCJIOT:

Ala A Alanine
Arg R Arginine
Asn N Asparagine
Asp D Aspartic acid (Aspartate)
Cys C Cysteine
Gln Q Glutamine
Glu E Glutamic acid (Glutamate)
Gly G Glycine
His H Histidine
lle I Isoleucine
Leu L Leucine
Lys K Lysine
Met M Methionine
Phe F Phenylalanine
Pro P Proline
Ser S Serine
Thr T Threonine
Trp W Tryptophan
Tyr Y Tyrosine
Val \/ Valine
Asx B Aspartic acid or Asparagine
GIx Z Glutamine or Glutamic acid
Xaa X Any amino acid
TERM termination codon
Binok.

MVSSFLLAEYKNLIVNPSEHFKISVNEDNLTEGPPDTLYQKIDTVLLSVISLL
NEPNPDSPANVDAAKSYRKYLYKEDLESYPMEKSLDECSAEDIEYFKNVP
VNVLPVPSDDYEDEEMEDGTYILTYDDEDEEEDEEMDDE
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